
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

GSR Microarrays 
Project Management 

System 

 
A Userôs Guide 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

GSR Microarrays 
Vanderbilt University 
MRBIII, Room 9274 

465 21st   Avenue South 
Nashville, TN 37232 

microarray@vanderbilt.edu 
(615) 936-3003 

www.gsr.vanderbilt.edu

mailto:microarray@vanderbilt.edu


 
 

Introduction 
 
Microarray experiments can be a daunting prospect. From the very beginning, investigators must make 
informed decisions about a technology they may be unfamiliar with (ñWhich platform will be best for 
me?ò ñHow many arrays should I hybridize?ò).  After all these questions have been answered and the 
experiment completed, the task gets even more intimidating. It is not uncommon for an experiment to 
produce over a million points of data, and a strong understanding of statistics, as well as biology, is 
necessary to extract meaningful results. 

 
At GSR Microarrays, our goal is to make this technology accessible to all investigators.  At every step of 
the process, we provide expertise and information to allow investigators to make the best decisions for 
their experiment.  In order to maintain the high quality of work investigators have come to expect from us, 
as well as effectively communicate with an ever-growing list of clients, GSR Microarrays has developed a 
web-based project management system. 

 
In addition to streamlining the order submission process, this website provides a central source for all data 
relating to a project, an electronic lab notebook so that investigators know every step from submission to 
analysis, and allows investigators to add new collaborators to their project and interact with them. 
 

GSR Microarrays Projects 

GSR Microarrays uses projects to organize sample submission and data analysis.  All hybridizations 

performed within a project must be directly comparable to each other.  Therefore, if your experiment 

requires any non-comparable changes, such as a change in microarray technology, study tissue or 

organism, you must create multiple projects.  Multiple projects may exist for a single investigation if any 

of the following occur: 

¶ Change in fundamental hypothesis  

¶ Change in array technology (i.e., GSR Microarrays cDNA => Affymetrix)  

¶ Change in RNA amplification requirements (amplified & non-amplified samples should not be 

compared in the same project)  

¶ Change in study organism or study tissue 

GSR Microarrays currently offers six general classes of services: 
 

1. Gene Expression Microarrays (including microRNA arrays) 

2. DNA Genotyping Microarrays (including Mapping, and Resequencing arrays) 

3. Real-time PCR 

4. RNA Quality Control 

5. RNA Amplification 

6. RNAi/cDNA clone distribution 

 

The first three service types require careful experimental design and a number of detailed decisions that an 
investigator who is inexperienced with the technology may feel uncomfortable making. Therefore, we 
recommend that users consult with a staff member by setting up an appointment prior to creating a project 
for one of these services. This will give the user the opportunity to review the platforms offered at GSR 
Microarrays and choose the best platform for their needs.  It will also help the user avoid some common 



mistakes in designing experiments, as well as allow GSR Microarrays to anticipate new submissions and 
minimize turnaround time. 

 
The latter three service types (RNA Quality Control, RNA Amplification and RNAi/cDNA distribution) are 
simply informational in nature, and do not require an experimental design.  Therefore, we do not require 
prior consultation to create a project for these services, and can be created by clicking the appropriate link 
on the ñCreate New Projectò page.  A project is not required to request RNAi/cDNA clones. 

 

Creating an Account 
 

1. Go to GSR Microarrays Web site at http://array.mc.vanderbilt.edu .  

2. Click on the ñCreate New Accountò link on the right side of the page.   
3.  Fill out the requested registration information.  Make sure that the email address you supply is 

correct, and that you choose a username.  
4. Click the ñRegisterò button.  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Account Activation   
1. Check your email. In a few minutes, you should receive an email from 

microarray@vanderbilt.edu with the subject ñGSR Microarrays Registration Activationò.   
2. Click on the link in the email.  

 
3. Choose a password for your account. Enter it twice ï once in each field of the web page (this will 

help prevent typos).   
4. Click the ñActivate Accountò button. You should see a web page informing you that your account 

has been activated.  
 
 

http://array.mc.vanderbilt.edu/


Project Pages 
 
Once you have registered and selected a password, you can log in by entering your username and password 
on the right side of any GSR Microarrays web page.  After you log in, the right side bar will change to a 
new menu that you can use to access project-specific information. 

 

My Projects 
 
This is the first page you will see when you log in. From here, you can get a quick overview of all of your 
projects. 
 
My Settings 
 
This is where you can change any of the information that you supplied at registration ï if your phone 
number or email address changes, this page is how you can let us know. You can also change your 
password or (un)subscribe to mailing lists here. 

 
Create New Project 
 
Users who have begun investigating a new hypothesis can create a new project here.  See ñCreating a New 
Projectò (below) for more information. 
 
Feedback 
 
If thereôs anything you like or donôt like about these pages, or if you encounter any errors, visit the 
Feedback page. You will be given a direct line to email your comments to the website developer. 

 
 
 



Bioinformatics Tools 
 
This page lists some of the tools weôve developed that our clients may find useful. Currently, there are 
four. From this page, you can: 

¶ Find homologs between organisms based on Locus Link ID 
 
¶ Renumber annotations from 384-well to 96-well 

format (and vice versa) Retrieve a batch of 
probesets on the Affymetrix Human chips  

¶ Search for publicly annotated genes on any of our 

most popular microarrays. 

 

Logout 
 
When youôre finished using the GSR Microarrays 
website ï especially on a public computer ï click here 
to log out of your account. 
 
 
 
 
 
 
 

Creating a New Project 
 
The first step in creating a new project is to specify the Primary Investigator. The PI is the person who is 
financially responsible for your experiments. They will be notified by email of all work requested of 
GSR Microarrays. Because we need to 
be able to contact them, the PI must 
have a GSR Microarrays account 
before the project can be created. 

 
After clicking on the ñCreate New 
Projectò link, you will be asked to 
specify the PI for your new project. 
Enter the PIôs name into the text boxes 
and click the ñSearchò button. Find 
your PI in the list that appears, and 
click the ñSetò link next to their name. 
The next page will ask you to specify 
the details of your project. These 
include: 

 

Title : A short, descriptive sentence to 

help you distinguish this project from 

any others you may create. 

  
PI:  This displays the name of the person you chose on the previous screen. If you made a mistake there, 
you can always click on the ñChangeò link here. 

 
The following fields are displayed if you are creating a microarray, Real Time PCR, or RNA Amplification 

project: 
 



Project Type: The general technology type used for this project, such as Gene Expression 
Microarrays, Genotyping, aCGH, Epigenetics, Real-Time PCR, High Throughput Sequencing, or RNA 
Amplification. 
 
Array Type : Only shown if you have a microarray project. The specific Manufacturer platform (or, for 
a Genotyping project, size) of the chip you plan to use. 
 
Abstract: This will help us to understand your experimental design.  Different tissue types and 
experimental treatments can radically affect the performance and results of a microarray experiment and 
knowing about them ahead of time can help us perform your experiments and analysis with much better 
results. Please provide as much detail as you would for a poster abstract, and be sure to spell out 
acronyms. Users who create projects without a detailed abstract will not be allowed to submit samples.  
Once youôve filled in all of your information, click the ñCreate New Projectò button. 

 

Working with Your Project 
 
Once you have a project (either by creating a new one or being added to an existing one), you can access 
the project page at any time by clicking on the project number. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
From the project page, you can view all of the data associated with your project and submit either samples 
or hybridizations.  The section below will discuss the project page for a microarray project. The other 
project types have fundamentally similar project pages, and differences will be pointed out in the text. 
 
Project Header 
 
The top section of the project page displays summary information for the project ï number, title, abstract, 


