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Introduction

Microarray experiments can be a daunting prospect. From the very beginning, investigators must make
informed decisions about a technol owiliybehesttory may
me?0 AHow many ar r ayAfter althesa dqudstiohs havg liieeniadswered &nd the
experiment completed, the task gets even more intimidating. It is not uncommon for an experiment to
produce over a million points of dataycha strong understanding of statistics, as well as biology, is
necessary to extract meaningful results.

At GSR Microarraysour goal is to make this technology accessible to all investigaddrsvery step of

the process, we provide expertise and imi@ation to allow investigators to make the best decisions for
their experiment.In order to maintain the high quality of work investigators have come to expect from us,
as well as effectively communicate with an egeowing list of clientsGSR Microarrag has developed a
web-based project management system.

In addition to streamlining the order submission process, this website provides a central source for all d.
relating to a project, an electronic lab notebook so that investigators know everypstequbmission to
analysis, and allows investigators to add new collaborators to their project and interact with them.

GSR Microarrays Projects

GSR Microarraysises projects to organize sample submission and data an&lifsigbridizations
performed wihin a projecimust be directly comparable to each oth&herefore, if your experiment
requires any ncgomparable changes, such as a change in microarray technology, study tissue or
organism, you must create multiple projects. Multiple projects mayfexia single investigation dny
of the following occur:

1 Change in fundamental hypothesis

1 Change in array technologyg., GSRMicroarrayscDNA => Affymetrix)

1 Change in RNA amplification requirements (amplified & ramplified samples should not be
compared in the same project)

1 Change in study organism or study tissue

GSR Microarraygurrently offerssix general classes of services:

Gene Expression Microarragimcluding microRNA arrays

DNA Genotyping Microarraysitfcluding Mapping, and Resequergiarray$
Realtime PCR

RNA Quality Control

RNA Amplification

RNAIi/cDNA clone distribution

ourwNE

The first three service types require careful experimental design and a number of detailed decisions tha
investigator who is inexperienced with the technolo@yieel uncomfortable making. Therefore, we
recommend that users consult with a staff member by setting up an appointimeta creating a project

for one of these services. This will give the user the opportunity to review the platforms off&iga at
Microarraysand choose the best platform for their nedtlsvill also help the user avoid some common



mistakes in designing experiments, as well as ali$R Microarray$o anticipate new submissions and
minimize turnaround time.

The latter three senactypes (RNA Quality Control, RNA Amplification and RNAIi/cDNA distribution) are
simply informational in nature, and do natquire an experimental desigmherefore, we do not require
prior consultation to create a project for these services, antecaeatal by clicking the appropriate link

on
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Creating an Account

Go toGSR MicroarraysdVeb siteat http://array.mc.vanderbikdu.
New Account o |
Fill out the requsted registration informatioriMiake sure tatthe email address you supply is

1.
2.
3.

Click on the

correct, and that you chooa@isername
Clic
Qi

GSR Microarrays

Intro to microarrays

Microarray Next Generation Sequencing

Experiment Design Platform Selection

Registration

First Name™:

Middle Initial:

Last Name™:
Institution™: Vanderbilt University

Department:

Phone*:

Fax:

Email*:

Check the box for any of the following groups you are affiliated with:
Vanderbilt-Ingram Cancer Center
Diabetes Research and Training Center
Digestive Disease Research Center
Vanderbilt Vision Research Center
Genomics of Inflammation Program Project

Choose a username. You will use it to login in the future.

Would you like to join any of the following GSR Microarrays email lists?

ACreat e

GSR Microarrays Photo Tour

Sanger Sequencing

(instructions for activation will be sent here)

V]GSR Microarrays Qutreach. Members of this list will receive periodic (4-5 a year) emails from GSR Microarrays about

upcoming seminars at Vanderbilt. news about the core, and other information we think would be helpful to our customers. We

think this list will be most useful to the Vanderbilt community. although external investigators are welcome to join.
GSR Microarrays Users' Group. This list is an informal discussion group covering microarrays and genomic research in

general.

* - These fields are required

Register

Account Activation

1.

Publications

ACr eat e Am®jact iPnotoequered teegquest RNAZCDNA clones.

Policies Contact Us
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Username

Password

Create New Account
Lost Password?

How to Find Us
Computer Sign-up

GSR Microarrays Cross-
Platform Search
Published Data Sets
Clearance Arrays

CORES

User's Manual

Check your emailln afew minutes, you should receive an email from

microarray@vanderbilt.edw i t h

Click on the link in the email.

t h &GSRMicrogrraysRte gi st r at i on

nk on

Act

Choose a passwa for your account. Enter it twideonce in each field of the web page (this will

help prevent typos).

Click the
has been activated.

ifActi vat e

Account o

button.

You
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http://array.mc.vanderbilt.edu/

Project Pages

Once you have mgstered and selected a password, you can log in by entering your username and passv
on the right side of an§SR Mcroarraysweb page.After you log in, the right side bar will change to a

new menu that you can use to access prgjeetific informaton.

My Projects

This is the first page you will see when you log in. From here, you can get a quick overview of all of you
projects.

My Settings

This is where you can change any of the information that you supplied at registridtyoar phone
number or email address changes, this page is how you can let us know. You can also change your
password or (un)subscribe to mailing lists here.
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@ Lojances Microarray Next Generation Sequencing Sanger Sequencing

| GSR Microarrays

Intro to microarrays Experiment Design Platform Selection GSR Microarrays Photo Tour Publications Policies Contact Us
My Projects = N
v/ [k
Welcome to your home page at GSR Microarravs! From here, vou can submit orders, view GSR Microarrays staff comments W \ \ o i 3 \/'{ g
and result files, and even track the progress of vour order as we work on it. Please look around and get acquainted with these - Genome -
pages, and if you have any questions or comments, leave us a note. 4 Sciences N

"Resource

Current Projects L
How to Find Us

> Computer Sign-up
Project Num | _____Title | _Type | GSR. Miczoamrays Cross.
ofon fzsr1 17111541 test Gene Expression T

I e ) . Platform Search
A gsri1J111542 RNA Quality Control - Test Quality Control Published Data Sets
Clearance Arrays

How to Use This Website

CORES
Here is a brief guide to the steps vou will need to take to submit work to GSR Microarrays. A full User's Guide is also
available. User's Manual
1. Select the appropriate project. If this work is intended to answer a new hypothesis, create a new project Logged in as Jennifer L
2. Submit Samples. Real-time PCR. samples are still submitted by filling out an Excel worksheet. All other project types LeBlanc. Logout

submit samples from their project page by clicking the "Submit New Samples” button
3. Gene Expression Projects: Submitted samples will not be hybridized to a microarray! They will be assessed for quality RNAi{/cDNA Search
and quantity. After you receive the QA/QC results, you must Request New Hybridizations before any further work will My Projects

be done. This step is necessary becanse RNA quality is critical to microarray experiments, and the investigator should Hofzsr11JLL1541
have as much information as possible before making (potentially expensive) hybridization decisions gsrl 1111542
4. Download and analyze your results. If you need help with analysis, we will be happy to help on either a collaborative or My Settings

fee-for-service basis Create New Project

Feedback
Bioinformatics Tools

Create New Project

Users who have begun investigating a new hypothesis can create a new projeStdare. finG a e
Pr o] leebow) for mpre information.

Feedback

|l f therebébs anything you Ilike or dondét | ike abo
Feedback page. You will be given a direct line to email your comments to the websitgeevelo



Bioinformatics Tools

This page |ists some of the tools wedve develo
four. From this page, you can:

1 Find homologs between organisms based on Locus Link ID
 Renumber annotations from 38l to 96-well

format (and vice versa) Retrieve a batch of o IRl e
probesets on the Affymetrix Human chips =

1 Search for publicly annotated genes on any of ourl_, R
most popular microarrays.

Logout

When youdr e tHeG3RiMictoardys u s i
websitel especially on @ublic computei click here
to log out of your account.

Creating a New Project

The first step in creating a new project is to specify the Primary Investigator. The Pl is the person who is
financially responsible for your experiments. They willnmgified by email of all work requested of

GSR MicroarraysBecause we need to

be able to contact them, the Pl must (&0 v [ieasson s | S sae

have aGSRMicroarraysaccount
before the project can be created.

Experimen t Design Platform Selection GSR Microarrays Photo Tour Publications Policies Contact Us

Choose a Primary Investigator

After clickin g O Noerfy Lmhgme)faGSRmm@prg,m@maémt\m@m T R BRY. E—— D // s

. < . Vanderbilt, this is usually the Iab PT. The PI of your project must have a G rrays account before the project can be SR
Projecto |ink, vyot wil.l be™"asked to ’stzzfsz‘
specify the PI for your new project. o e e e ot i G s, .t of e P oot e i o i

A~ the PI for this preject is on that list. click the "Set”, t to their name = 0-uj
Ent er t he Pl 6s n a npes swazhme@\tm@mmﬂ fory hm@mm e i @50eick, Msea@m@d{fx e cosrays
- et' next t et ngme o
and click the fASearcho button. Find =
your Pl in the list that appears, and . conss
click the ASeto I'MAK™A"€xt to their name:s
. . Enter any of the following information to find other GSR Microarrays users: . .
The next page will ask you to specify o L
. . Last Name:

the details of your projecThese NAICDNA Seach

1IL1541
Jgsr11JLL 1542
My Settings
Create New Project
Feedback

Title: A short, descriptive sentence to Bl Tcls
help you distinguish this project from
any others younay create.

include:

Pl: This displays the name of the person you chose on the previous screen. If you made a mistake ther
you can always clickontieChangeo | i nk here.

The following fields are displayed if you are creating a microarray, Real Time PCR, or RNA Amplificatiol
project:



Project Type: The general technody type used for this project, such@sne Expression
Microarrays, Genotyping, aCGHpigenetics, Realime PCR, High Throughput Sequencing, or RNA
Amplification.

Array Type: Only shown if you have a microarray project. The specific Manufacturer platform (or, for
a Genotyping project, size) of the chip you plan to use.

Abstract: This wil help us to undetand your experimental design.ifiérent tissue types and

experimental treatments can radically affect the performance and results of a micezpemmyentnd
knowing about them ahead of time can help us perform your experimerdsagdis with much better
results. Please provide as much detail as you would for a poster abstract, and be sure to spell out
acronyms. Users who create projects without a detailed abstract will not be allowed to submit samples.
Once youoveffybbedi hhoamhtion, click the ACrea

Working with Your Project

Once you have a project (either by creating a new one or being added to an existing one), you can acce
the project page at any time by clicking on the project number

From the project page, you can view all of the data associated with your prajscimiteithersamples
or hybridizations. The sectionbelowwill discuss the project page for a microarray project. The other
projecttypes have fundamentally similar project pages, and differences will be pointed out in the text.

Project Header
The top section of the project page displays summary information for the projestber, title, abstract,



